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2:B 7.50 | .000 | 12.4 | 9.25 | 558 [ 9.15 | 884 | 6.49 |4.34 | 10.6 |8.50 |4.675 | 8.691 | 9.064 | 11.1
3.C 10.4 |12.4 | .000 | 5.38 [ 3.70 (9.81 | 10.6 | 10.8 [10.3 | 2.73 |11.4 12.0 | 6.176 | 14.49 | 5.20
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8:H 3.69 |6.49 | 10.8 [7.54 [ 4.60 | 7.15 | 7.08 | .000 | 4.72 | 8.50 |4.36 |6.730 | 5.369 | 8.212 | 8.68
9:1 6.44 |4.34 | 10.3 | 6.97 | 3.20 | 7.15 | 8.11 | 472 |.000 | 8.35 | 7.66 |6.162 | 6.549 | 8.831 | 9.20
10:J 8.27 | 10.6 |2.726 |3.33 [ 3.20 | 7.39 | 9.89 | 850 |8.35 | .000 | 9.15 10.9 | 4.946 | 12.13 | 3.14
11:K | 269 | 850 | 11.4 [7.87 | 6.08 | 6,59 | 9.15 | 436 | 7.66 | 9.15 |.000 [8.586 | 7.485 | 5.732 | 8.34
12:L | 7.43 |4.68 | 12.0 [10.3 | 4.80 | 12.0 | 551 | 6.73 | 6.16 | 10.9 | 8.59 .000 | 7.166 | 11.72 | 12.2
13:M | 6.41 | 8.69 |6.176 [5.81 | 3.32 | 8.75 | 5.20 | 5.37 | 6.55 | 4.95 | 7.48 | 7.166 .000 | 11.62 | 6.75
14:N | 6.91 | 9.06 | 145 [10.5 | 6.53 | 5.93 | 13.6 | 8.21 |8.83 | 12.1 | 5.73 11.7 | 11.62 .000 | 10.8
15:0 | 8.03 | 11.1 |5.195 [4.19 | 460 | 6.03 | 11.5 | 8.68 | 9.20 | 3.14 | 8.34 12.2 | 6.753 | 10.79 | .000
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3 3 10 2.726 0 0 4
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6 3 15 4279 4 0 13
7 2 9 4.336 0 0 9
8 7 13 5.205 0 0 12
9 2 12 5419 7 0 12
10 6 14 5.933 0 0 11
11 1 6 6.858 5 10 13
12 2 7 7477 9 8 14
13 1 3 8.361 11 6 14
14 1 2 8.503 13 12 0
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K-Means Cluster Analysis: Iterate g|
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Initial Cluster Centers

Cluster
1 2
Zscore(Protein) -1.54815 -.37021
Zscore(Fat) -.71582 .84597
Zscore(Calcium) -1.31525 1.21801
Zscore(Potassium) | -1.20741 1.96746
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Iteration History

Change in Cluster
Centers
lteration 1 2
1 1.451 1.717
2 .589 .256
3 .000 .000

a. Conwvergence achieved due to no or small change in
cluster centers. The maximum absolute coordinate
change for any center is .000. The current iteration is 3.
The minimum distance between initial centers is 4.508.
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Cluster Membership

Case Number Meat Cluster Distance
1 meatl 1 1.334
2 meat2 2 1534
3 meat3 2 1.944
4 meat4 2 1.955
5 meatb 2 1.600
6 meat6 2 1.243
7 meat7 1 955
8 meat8 2 2.233
9 meat9 1 1.295
10 meatl0 2 933
11 meatll 2 1.094
12 meatl2 1 1.895
13 meatl3 1 1.088
14 meatl4 2 1.832
15 meatl5 2 1.494
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Final Cluster Centers

Cluster
1 2
Zscore(Protein) - 77407 .38704
Zscore(Fat) -. 75487 37743
Zscore(Calcium) -.94677 47339
Zscore(Potassium) -.78891 .39445

sade JSg agsie JS15S) el o2 cilas g3 Final Cluster Centers xdlall 58I jal Sl Jgaall maa gy -
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distances between Final Cluster Centers

Cluster 1 2
1 2.459
2 2.459
ANOVA

Cluster Error

Mean Mean

Square df Square df F Sig.
Zscore(Protein) 4.494 1 731 13 6.146 | .028
Zscore(Fat) 4.274 1 .748 13 5.712 | .033
Zscore(Calcium) 6.723 1 .560 13 12.010 | .004
Zscore(Potassium) 4.668 1 .718 13 6.502 | .024

The F tests should be used only for descriptive purposes because the cluste
have been chosen to maximize the differences among cases in different
clusters. The obsened significance levels are not corrected for this and thus
cannot be interpreted as tests of the hypothesis that the cluster means are
equal.
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Number of Cases in each Cluster
Cluster 1 5.000
2 10.000
Valid 15.000
Missing .000
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1 1] 23 1] 1z 2100 47118 -9110) -1.238) 1135 1 1.3342
2 2 23 1B 32 235 1326 0Bs07| 29633 -7745) 2 1.5335
3 o3 @ o s 350 11443 10412 20624 83512 2 1.9442
4] 4 18 20 M 425 3702 84597 1.2180| 19675 2 1.9549
& 8 21| 18 47 230 13462 45552 14483 -8466) 2 1.6002
Bl B 16 16 33 350 -7063 .0BS07| 37359 83512 2 1.2429
T o112 1 205 1848 -F183) 1315 -1.207) 1 95480
8] 8 25 8 22 360 80773 -1.497 | -4708| 10294 2 22325
9] 9 14 B 280 -1.043 -1.497 -1638 -.1251 1] 1.2948
10| 10| 26 17| 25 315 97601 26030 -2405 38002 2 93300
1) 11 19 18 28 265 -2019) BS07s| -0102 -3415) 2 1.094
~ 12| 12 100 200 11 2300 1716 84597 -1.315| -8466| 1 1.8947
13| 13 0] B 19 245 -0337 1497 -7011| -B302| 1 1.0882
4] 14 17 24 32 250 -5335 16269 29633 -55800 2 1.8320
15| 15 28 17| 25 3800 13260 26030 -2405 13181 2 1.4943
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